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[HE] BW HWITLEAERSEENR 12 (a disintergin and metalloprotease 12,
ADAM12) | ZHEE 3A (mucin 3A, MUC34) FIZHE 17 (mucin 17, MUCI7) SRR
T RIE LA UG KA. ik WEERIESE I ZH 3% (The Cancer Genome Atlas,
TCGA ) . FERFIRTESL H 43T 2 ( Gene Expression Profiling Interactive Analysis 2, GEPIA2)
BAREEAS B, R R 4.2.2 1 SPSS #4501 ADAMI12, MUC3A Ft MUCI7 SR 7 B farh
M2 PERIS . ARAF UG OCR . IZERAR, DL [R] I s BARAAIE 5 PR e ik i 2 [R] Y
FEPE, B N RE A FERE ( Human Protein Atlas, HPA ) Z(E FE0-MT = Fh 3L K 7E IE %
A FIRKT-. FIHZEFE AL (Gene Ontology, GO ) IR 53 K4 [ b4
45 (Kyoto Encyclopedia of Genes and Genomes, KEGG ) WJfE & 44 il = Fh LR 75 5 9
IR TEDRE . SR SEA 9 B R A B#EE V. ( quantitative real-time polymerase chain
reaction, q-PCR) #F— P30k e 2 81 598 55 H 8Urh ADAMI12 . MUC3A F1 MUCI7 [¥)
Riklil, SR AWERY K -PCR 2R EB/R, ADAMI2, MUC3A4 FI MUCI7 ¥E1E%
AP FRRA, 78 FRmASUT IR B (P < 0.05) , H ADAMI2 fE B ET
FEEEE AR TUS (P < 0.05) o =FhEEATEME A G 4, 58I E R IRA K.
Z518 ADAMI2, MUC3A Ml MUCI7 1 Bigh ik, Ho ADAMI2 & B 75 520
WK, RN SRR, XA rTRERCN B e RIR Tl A
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[Abstract] Objective To investigate the expression of a disintergin and
metalloprotease 12 (ADAM12), mucin 3A (MUC3A4) and mucin 17 (MUC17) in gastric
cancer and the relationship between them and survival prognosis. Methods Information
from The Cancer Genome Atlas (TCGA) and Gene Expression Profiling Interactive Analysis
2 (GEPIA2) databases was collected, and R 4.2.2 as well as SPSS software were used to
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analyse the differential expression, survival-prognosis relationship, pan-cancer expression,
and correlation between different clinicopathological features and expressions of ADAM12,
MUC34 and MUC17 genes in gastric cancer. The expression levels of the three genes in
normal tissues were analysed by Human Protein Atlas (HPA) database. Gene Ontology
(GO) and Kyoto Encyclopedia of Genes and Genomes (KEGG) enrichment analyses were
used to evaluate the potential functions of the three genes. The expression of ADAM]I2,
MUC3A4 and MUCI17 in tumour tissues and paracancerous tissues was further verified
using quantitative real-time polymerase chain reaction (q-PCR). Results Bioinformatics
analysis and q-PCR results showed that the expression of ADAM12, MUC34 and MUC17
were low in normal tissues and all upregulated in gastric cancer (P<0.05), and ADAMI2
was accompanied by a poor prognosis in gastric cancer (P<0.05). The three genes were
enriched in tumor-related pathways and associated with the development of gastric cancer.
Conclusion ADAM12, MUC34 and MUCI17 show high expression in gastric cancer, of
which ADAM]12 is an influencing factor in the prognosis of gastric cancer. All three genes

are associated with the progression of tumors and may be potential therapeutic targets for

601

gastric cancer.
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T, AR A BRSO A L9 A RN 5 D R R
e RN, BARWRE . 5B 2%
Rl U RAE MR ARFEAR AW, Bk
JP T AW, (H GC B TR A A7 A
T 309", AR, GRAEIRYT FIEE WA YT L
IR TR, AT, BT GC YR
2 AR R AT IR L B, SR R
Ry A A EEE L, EBERER
FE M 12 (a disintergin and metalloprotease 12,
ADAM12 ) & —Ff HA 224> Tl Ak 25 14 el 1) o 22
BN, BABREUKAREE, SRS 2R
I A AN R YT A OE T, B T 3A (mucin
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GAPDH MFHEXTFIR Ao 519 d L R A=)
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&1 g-PCR3|#1F 71
Table 1. g—PCR primer sequences

EIE/EA 51955

ADAM12-F CGAGGGGTGAGCTTATGGAAC
ADAMI2-R GCTTTCCCGTTGTAGTCGAATA
MUC3A-F ACGCAGGACAACTCGCATC
MUC3A-R CTCACAACTGGAACCATAGAAGG
MUC17-F TCTCAGCACGTTAGGACAGGT
MUC17-R TCGAGGTCATCTCAGGGTTGG
GAPDH-F CCACTCCTCCACCTTTGACG
GAPDH-R CCTGTGTCCAGGGTCTTA

1.4 ZYEEZESN
M TCGA Bt R 3KHL 375 1] GCREAHN 32 4]

IEHALWEAR, R R 422 54125 F A5 H
KA, A llog2 fold change (logFC) | > 1.0, #%1E
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o MIERFRIBTEZZ T 43T 2 (Gene Expression
Profiling Interactive Analysis 2, GEPIA2) B
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Figure 1. Expressions of ADAM12, MUC3A and MUC17 in GC
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Figure 2. Expressions of ADAM12, MUC3A and MUC17 in normal tissues
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